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Hosapi_S18_XP_024303116.1_suppression_of_tumorigenicity_18_protein_isoform_X1_[Homo_sapiens]

Xetrop_XP_031758714.1_myelin_transcription_factor_1-like_protein_isoform_X1_[Xenopus_tropicalis]

Pemari_XP_032817674.1_myelin_transcription_factor_1-like_protein_isoform_X1_[Petromyzon_marinus]

Sakowa_XP_006811102.1_PREDICTED_myelin_transcription_factor_1-like_protein_isoform_X1_[Saccoglossus_kowalevskii]

Brlanc.Myt1_BLAG02000890

Phmamm.CG.MTP2014.S56.g02039.04.p

Brbelc_XP_019638891.1_PREDICTED_myelin_transcription_factor_1-like_isoform_X1_[Branchiostoma_belcheri]

Dareri_XP_017209183.1_myelin_transcription_factor_1_isoform_X1_[Danio_rerio]

Sccani_XP_038656272.1_myelin_transcription_factor_1-like_protein_isoform_X1_[Scyliorhinus_canicula]

Dareri_NP_001038364.1_myelin_transcription_factor_1-like_a_[Danio_rerio]

Dareri_XP_021329404.1_myelin_transcription_factor_1_[Danio_rerio]

Moocci.CG.ELv1_2.S608938.g25372.01.p

Ciinte_NP_001037830.1_transcription_factor_MYTF_[Ciona_intestinalis]

Xetrop_XP_017950383.1_suppression_of_tumorigenicity_18_protein_isoform_X1_[Xenopus_tropicalis]

Sccani_XP_038665268.1_suppression_of_tumorigenicity_18_protein_[Scyliorhinus_canicula]

Dareri_XP_021322936.1_myelin_transcription_factor_1-like_protein_[Danio_rerio]

Dareri_S18_XP_021326053.1_suppression_of_tumorigenicity_18_protein_[Danio_rerio]

Xetrop_XP_031750168.1_myelin_transcription_factor_1_isoform_X1_[Xenopus_tropicalis]

Harore.CG.MTP2014.S6.g00730.01.p

Sccani_XP_038659293.1_myelin_transcription_factor_1_[Scyliorhinus_canicula]

Hosapi_XP_016859093.1_myelin_transcription_factor_1-like_protein_isoform_X1_[Homo_sapiens]

Hosapi_NP_004526.1_myelin_transcription_factor_1_[Homo_sapiens]

Stpurp_XP_030838667.1_myelin_transcription_factor_1-like_protein_isoform_X1_[Strongylocentrotus_purpuratus]
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