0,99

Sakowa_XP_006811102.1_PREDICTED_myelin_transcription_factor_1-like_protein_isoform_X1_[Saccoglossus_kowalevskii]
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Brbelc_XP_019638891.1_PREDICTED_myelin_transcription_factor_1-like_isoform_X1_[Branchiostoma_belcheri]
Sccani_XP_038665268.1_suppression_of_tumorigenicity_18_protein_[Scyliorhinus_canicula]
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Sccani_XP_038659293.1_myelin_transcription_factor_1_[Scyliorhinus_canicula]
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1
1
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1
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1
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Pemari_XP_032817674.1_myelin_transcription_factor_1-like_protein_isoform_X1_[Petromyzon_marinus]
0.93 Sccani_XP_038656272.1_myelin_transcription_factor_1-like_protein_isoform_X21_[Scyliorhinus_canicula]
Dareri_XP_021322936.1_myelin_transcription_factor_1-like_protein_[Danio_rerio]
1
1
Dareri_NP_001038364.1_myelin_transcription_factor_1-like_a_[Danio_rerio]
— 0,2

Xetrop_XP_031758714.1_myelin_transcription_factor_1-like_protein_isoform_X1_[Xenopus_tropicalis]

0,28

Hosapi_XP_016859093.1_myelin_transcription_factor_1-like_protein_isoform_X1_[Homo_sapiens]

Stpurp_XP_030838667.1_myelin_transcription_factor_1-like_protein_isoform_X1_[Strongylocentrotus_purpuratus]
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